ABSTRACT
INTRODUCTION
Staphylococcus aureus is the major pathogen responsible for both hospital and community acquired infections. Based on numerous reports S. aureus has become resistant to most available antibiotics (4, 1, 14) . In the early 1950s acquisition and spread of beta lactamase producing plasmids thwarted the effectiveness of penicillin for treating S. aureus infections. In 1950 methicillin, a semisynthetic penicillin, was introduced, even though in 1960 methicillin resistant Staphylococcus Methicillin Resistant Staphylococcus aureus aureus (MRSA) strains were identified. The mechanism by which S. aureus acquires resistance to Methicillin is dependent upon the production of an altered penicillin binding protein (PBP2a) which is encoded by mecA gene. Increasing number of isolated MRSA strains has led to complication in treatment of staphylococcal diseases (7, 10, 24) .
This pathogen causes a wide range of diseases including septicemia, meningitis, endocarditis, osteomyelitis, septic arthritis, toxic shock syndrome and food poisoning (4, 1, 14) .
The accessory gene regulator (agr) locus was identified as the regulator of virulence factors in S. aureus. It controls a large set of genes, including most of those encoding cell wall associated and extracellular proteins (2, 18) . The agr locus is composed of two divergent transcriptional units, RNAII and RNAIII, driven by P2 and P3 promoters, respectively. The P2 operon encodes four proteins that generate the agr-sensing mechanism and as a result of their activation, the effector molecule (RNAIII) is produced and affects the expression of virulence genes. The association between agr specific group, the type of infection, and also antibiotic resistance has been reported by many researchers (29, 30) . In this study we [9] . Also 31 nasal swabs of S. aureus were taken from healthy volunteers. 
MATERIALS AND METHODS
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Bacterial DNA lysates were prepared from 1 ml of an Table 2 .
Our results showed good correlation between phenotypic and genotypic methods for detection of antibiotic susceptibility tests. According to Table 2 , the highest percentage of MRSA strains were isolated from respiratory tract specimens (49%)
followed by blood cultures (48%), miscellaneous specimens such as tissue biopsies , exudates and bone marrow (45%), urine (43%), cutaneous specimens (41%) and nasal swabs (34%), respectively. The observed differences were not statistically significant (p>0.05). (Table 3) .
There was a difference in prevalence of specific agr groups between MRSA and MSSA isolates. In MRSA isolates, agr group I had the highest prevalence (57%) followed by group III (19%), group II (14%) and group IV (8%). Two percent of MRSA isolates were untypable. In MSSA isolates, most of the strains belonged to agr group I (52%) followed by group II (19%), group III (16%) and group IV (11%). Two percent of MSSA isolates were untypable. Results are depicted in Table 4 . The differences were not statistically significant (P>0.05). .5) 5(16) 2(22) 13(23.5) 5(12) 6(16) 10(17) agr group III 22 (9) 2(7) 0 6(11) 6(14) 2(5.5) 6(10) agr group IV 5(2) 0 0 1 (2) 2(4) 0 2(3) nontybable 235(100) 31 (13) 9(4) 55(23.5) 43(18) 37 (16) (14) 21 (19) 9 (8) 
DISCUSSION
Since the introduction of semisynthetic penicillins such as methicillin and oxacillin for the therapy of infections caused by S. aureus, the occurrence of resistant strains to methicillin has steadily increased and MRSA strains have become the major nosocomial pathogens (19, 27) . Infections with MRSA strains require treatment with glycopeptide antibiotics which could be nephro-and ototoxic (9) . Staphylococcus aureus is the major pathogen in both community and hospital acquired infections In our study, resistance to oxacillin between four agr groups was almost similar. S. aureus strains belonging to agr groups II and IV were equally resistant to oxacillin (41%) whereas strains carrying agr group I and agr group III were more resistant with resistance rates of 50% and 51%, respectively. However, the differences were not statistically 
